
VAHTS 2 × Frag/Prime Buffer is a product optimized for the transcriptome library construction of Illumina high-throughput sequencing 
platform. Under high temperature conditions, the RNA is randomly fragmented by the action of Mg2+.
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Product Description
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Components

Notes

Storage 
Store at -30 ~ -15℃.

Applications 
It is suitable for RNA fragmentation during library preparation when using VAHTS mRNA-seq Library Prep Kit for Illumina (Vazyme 
#NR601), VAHTS Stranded mRNA-seq Library Prep Kit for Illumina (Vazyme #NR602), VAHTS Total RNA-seq (H/M/R) Library Prep Kit 
for Illumina (Vazyme #NR603) and VAHTS Universal V6 RNA-seq Library Prep Kit for Illumina (Vazyme #NR604). Compared with 1 × 
Frag/Prime Buffer, this product is mainly suitable for the following situations:
1. The RNA sample has been fragmented by other methods, only the binding of random primers to the fragmented RNA is required.
2. It is necessary to determine the concentration of the sample before fragmentation, and elute the magnetic beads with Nuclease-free ddH2O.

1. The stability of the fragmented RNA is poor. It is recommended to perform subsequent experiment immediately and avoid long term storage.
2. This product is only compatible with VAHTS RNA library preparation kits.

Thaw VAHTS 2 × Frag/Prime Buffer and mix thoroughly by inverting.
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VAHTS 2 × Frag/Prime Buffer 936 µl    

Components N402-01

Temperature Time

Experiment Process

1. For Application 1

2. For Application 2

2 min

Hold

80℃

25℃

a. Take 8.5 μl of fragmented RNA sample and add an equal volume (8.5 μl) of VAHTS 2 × Frag/Prime Buffer to the fragmented sample. 
   Pipette to mix, and centrifuge briefly to collect the reaction solution to the bottom of the tube.
b. Incubate at room temperature for 10 min, enabling random primer to bind to the fragmented RNA.
c. Perform 1st strand cDNA synthesis immediately according to the instruction manual of the VAHTS transcriptome library construction 
   kits (Vazyme #NR601, #NR602, #NR603, #NR604).

a. Preparation step for concentration determination: Use 13 μl Nuclease-free ddH2O to elute the magnetic beads. Mix thoroughly by 
   pipetting 6 times and run the following program.

Place the tube on the magnetic stand. After the solution is clear (5 min), transfer 11 μl of the supernatant to a new Nuclease-free 
centrifuge tube and aspirate 2 μl of the supernatant for concentration determination. Adjust the sample concentration according to 
the detection result, and ensure the input amount for subsequent experiment.
Take 8.5 μl of RNA sample with appropriate concentration and add an equal volume (8.5 μl) of VAHTS 2 × Frag/Prime Buffer to the RNA  
sample. Pipette to mix, and centrifuge briefly to collect the reaction solution to the bottom of the tube.
Perform fragmentation according to the instruction manual of the VAHTS transcriptome library construction kits (Vazyme #NR601,  
#NR602, #NR603, #NR604). And perform 1st strand cDNA synthesis immediately.
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